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Magnus Group (MG) is initiated to meet a need and to pursue collective goals of the scientific 
community specifically focusing in the field of Sciences, Engineering and technology to endorse 
exchanging of the ideas & knowledge which facilitate the collaboration between the scientists, 
academicians and researchers of same field or interdisciplinary research. Magnus group is 
proficient in organizing conferences, meetings, seminars and workshops with the ingenious 
and peerless speakers throughout the world providing you and your organization with broad 
range of networking opportunities to globalize your research and create your own identity. Our 
conference and workshops can be well titled as ‘ocean of knowledge’ where you can sail your 
boat and pick the pearls, leading the way for innovative research and strategies empowering 
the strength by overwhelming the complications associated with in the respective fields. 

Participation from 90 different countries and 1090 different Universities have contributed 
to the success of our conferences. Our first International Conference was organized on 
Oncology and Radiology (ICOR) in Dubai, UAE. Our conferences usually run for 2-3 
days completely covering Keynote & Oral sessions along with workshops and 
poster presentations. Our organization runs promptly with dedicated and 
proficient employees’ managing different conferences throughout the 
world, without compromising service and quality.

ABOUT MAGNUS GROUP
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ABOUT IPMC 2022

Precision medicine is focused on the idea that a particular disease causes different 
physical symptoms in different individuals depending on their genome structure, 
lifestyle, and environmental factors.  Biomarkers are the focal point of advances 
in Precision Medicine. The knowledge of the genetic and genomic architecture of 
disorders has advanced dramatically in recent years. With incredible developments in 
DNA sequencing, computer science, and clinical medicine, it’s virtually certain that the 
number of diseases diagnosed and treated using genome sequence data will skyrocket 
over the next decade. Furthermore, as we gain an insight into the relationships between 
genetic mutations, human genetics, and disease, the genome sequence will play a 
cent.

One of the current challenges is figuring out how to leverage the massive amounts 
of genomic data generated every day by regular patient care. How can this 
information be integrated into electronic health records to generate 
clinically useful knowledge? International Precision Medicine 
Conference (IPMC 2022) ONLINE EVENT is the place to 
be if you’re interested in diagnostics, bioinformatics, 
big data integration, or personalized medicine 
therapies, all with the goal of translating 
precision medicine into direct 
improvements in health care.
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Precision pharmacotherapy in the treatment of epilepsy – use of 
antiseizure medications and therapeutic blood level monitoring?

All too often patients, known to have epilepsy, attend the Accident and Emergency Department (A&ED) following 
an epileptic seizure and, before a proper history or examination has occurred, the patient is loaded with an 

antiseizure medication (ASM), other than that which they had already been prescribed and which they were 
theoretically taking. By far the most common reason for a person, known to have epilepsy, to present to the A&ED 
is a failure of compliance or exposure to a provocative aetiology, such as an infection or metabolic derangement. In 
either case, it is inappropriate to confound the picture by adding yet another ASM, rather than addressing the root 
cause. If the patient is still seizing, at the time of presentation, it is imperative to stop the epileptic activity and to use 
benzodiazepines, such as midazolam, which are definitely indicated but these have a short half life and there is need 
to also administer a longer acting ASM. By far the best ASM, to adopt at this time, is the one that the patient is already 
prescribed but, to ensure a better understanding of that which is occurring, blood samples should be taken, before it 
is administered, to confirm the lapse in compliance, prior to administering the prescribed ASM. Samples should also 
be taken to look for a source of infection or metabolic disturbance. As the patient is already in a medical facility there 
is little concern if the patient should be temporarily over treated, with his/her ‘existing’ ASM, as this will be short lived 
and managed under supervision. The aim is to establish that the therapeutic level of ASM has been achieved and, if it is 
low in the therapeutic range, the therapist can accept a higher level, towards or just beyond the top of the therapeutic 
window, especially for an ASM with a narrow therapeutic index. This provides a level of precision pharmacotherapy, 
when treating patients with epilepsy, without confounding the picture with potential medication interactions or 
potential compounded unwanted effects. Involve a specialist in epilepsy as soon as is possible and preferably before 
administering the longer acting ASM.

Audience Take Away:

• Do not load a patient with epilepsy with an ASM, other than that which has already been prescribed, if the patient 
presents to the A&ED.

• Take blood sample before administering any long acting ASM in A&ED.

• Seek the root cause for presentation, including looking for infection or metabolic disorder.

• Use ASM blood levels to determine the optimal dosage per patient.

• Stop ongoing Seizures with a benzodiazepine and administer a long acting ASM but preferably the one that the 
patient is already theoretically taking.

•  Involve a specialist in epilepsy, as early as is practicable, to avoid confounding the picture by introducing 
inappropriate ASMs. 

Roy G Beran
Department of Neurophysiology, Liverpool Hospital, Liverpool 2170, 
NSW, Australia

Conjoint Professor, South Western Clinical School, University of NSW, 
Sydney, NSW, Australia

Ingham Institute for Medical Research, South Western Sydney Area 
Health Service, NSW, Australia

Professor, Griffith University, Southport, Qld, Australia

Professor, Chair, Sechenov Moscow First State University, Moscow, 
Russia
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Biography
Roy G. Beran is trained as a consultant neurologist and accredited sleep physician, in addition to working within legal medicine, 
military medicine and aviation medicine.  His qualifications include: MBBS, MD, FRACP, FRACGP, Grad. Dip. Tertiary Ed., Grad. Dip. 
Further Ed., FAFPHM, FACLM, FRCP, FAAN, FACBS, B Leg. S, MHL and FFFLM (Hon). He is registered with the Australian Health 
Practitioner Regulation Agency (AHPRA) as a specialist in Neurology, Public Health and Sleep Medicine and has been a Designated 
Medical Examiner for the Civil Aviation Safety Authority. He has also been a medical assessor for Dispute Resolution for the State 
Insurance Regulatory Authority and an assessor for the Workers Compensation Commission of New South Wales (NSW). He is a 
Conjoint Professor of Medicine at the University of NSW; Professor in the School of Medicine at Griffith University, Queensland; and 
Professor, Chair, Medical Law, Sechenov Moscow 1st State University, Moscow, Russia.  He was the inaugural Visiting Professor at 
the International Research Institute of Health Law Sciences, at the Southern Medical University, Guangzhou, Guangdong Province, 
China.

He is a founding Fellow of the Australasian College of Legal Medicine; a Past President of the College, having stepped down in 2011, 
while remaining on Council, and was awarded the second ever Honorary Life Fellowship of the College. In 2019 he was appointed as 
‘Co-Head of Faculty’ to convene and co-ordinate the College’s training courses throughout Australia.   He is the Australian Governor 
and was the Secretary General and remains a Vice President of the World Association for Medical Law (WAML), having served on 
the Organising Committee of numerous World Congresses on Medical Law, presided over the World Congress, in Sydney, in 2004, 
and successfully bid to host the World Congress to be held on the Gold Coast, Queensland, in 2022. He was the first Honorary Fellow 
of the Faculty of Forensic & Legal Medicine of the Royal College of Physicians (London).

In Neurology, he is a Fellow of the Royal Australasian College of Physicians; a Fellow of the Royal College of Physicians, Edinburgh; 
Corresponding Fellow of the American Academy of Neurologists; and a Member of the Australian and New Zealand Association 
of Neurologists.  He is a Member of the Australasian Sleep Association, serving on various committees thereof. He pioneered the 
conduct of clinical trials and undertaking research within private practice, having been principal author in publications which 
included leading academic/tertiary referral institutions. He has published in the order of 360 papers, book chapters and letters 
to the editor, presented in excess of 400 papers at national and international meetings and written or edited 17 books, including 
‘Legal and Forensic Medicine’, published by Springer, and is a co-editor of, ‘Legal Liability in Asia and Australasia’, in conjunction 
with Prof Raposo, from Macau University, also with Springer.  He is on numerous editorial boards, including being the editor-in-
chief of the international journal, Medicine and Law, for the WAML.

He was an officer in the Royal Australian Navy Reserve (holding the rank of Commander) and was awarded membership of the 
general division of the Order of Australia, in 2015.  
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Personalized and precision medicine (PPM) as a unique 
healthcare model to be set up to secure the human healthcare, 
wellness and biosafety through the view of public health

A new systems approach to diseased states and wellness result in a new branch in the healthcare services, namely, 
personalized and precision medicine (PPM). To achieve the implementation of PPM concept, it is necessary to 

create a fundamentally new strategy based upon the recognition of biomarkers of hidden abnormalities long before 
the disease clinically manifests itself. NIH (Bethesda, USA) has included PPM into a List of the Five Greatest Priorities 
of Development of Medicine and Healthcare Services in XXI Century.

Each decision-maker values the impact of their decision to use PPM on their own budget and well-being, which may 
not necessarily be optimal for society as a whole. To really understand PPM we would have to understand the various 
fields of translational applications that provide the tools to exploit and practice PPM, and genomics- and phenomics-
related tools, in particular!

Improved patient (or persons-at-risk) outcomes with the application of the biomarker tests must consider not only 
increased survival or quality of life, but also improved clinical decision support (CDS) & making 

leading to the avoidance of unnecessary therapy or toxicity captured within the rapid learning system. So, 

bioinformatics, artificial intelligence (AI), machine learning (ML) and biostatistics will be crucial in translating those 
Big Data into useful applications, leading to improved diagnosis, prediction, prognostication and treatment.

It would be extremely useful to integrate data harvesting from different databanks for applications such as prediction 
and personalization of further treatment to thus provide more tailored measures for the patients resulting in improved 
patient outcomes, reduced adverse events, and more cost effective use of the latest health care resources including 
diagnostic, prognostic, preventive and therapeutic (targeted) etc. 

Personalized aims and objectives exist at every stage of disease initiation and progression to develop a Personalized 
Health Plan (PHP) addressing lifestyle, risk modification and disease management, and later, Personalized Health 
Management & Wellness Program (PHMaWP). And a lack of medical guidelines has been identified by responders 
as the predominant barrier for adoption, indicating a need for the development of best practices and guidelines to 
support the implementation of PPM!

Putting PPM-tools in a public health perspective requires an apprehension of the current and future public health 
challenges. The principles of PPM and efforts to approaching the right health issues in a timely manner can be applied 
to population health. Doing so will, however, require a careful view and concerted effort to maintain the needs of 
population health at the forefront of all PPM discussions and investments.

In reality, a new buzzword has crept into the health sciences lexicon: PPM-based public health. The initial drive toward 
PPM-based public health is occurring, but much more work lies ahead to develop a robust evidentiary foundation for 
use. PPM and PPM-based Public Health calls for a transdisciplinary approach to support safe and effective deployment 
of the new enabling diagnostic and therapeutic technologies stressing: not to treat but to get cured!!!

And thus the latter would need for novel training since the society is in bad need of large-scale dissemination of novel 
systemic thinking and minding. And upon construction of the new educational platforms in the rational proportions, 

Sergey Suchkov
Sechenov University and 2Moscow Engineering Physical Institute 
(MEPhI), Russia
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there would be not a primitive physician created but a medical artist 

to be able to enrich flow-through medical standards with creative elements to gift for a patient a genuine hope to 
survive but, in turn, for a person-at-risk – a trust for being no diseased.

This is the reason for developing global scientific, clinical, social, and educational projects in the area of PPM to elicit 
the content of the new branch.

Biography
Sergey Suchkov was born in the City of Astrakhan, Russia, in a family of dynasty medical doctors. In 1980, graduated from Astrakhan 
State Medical University and was awarded with MD. In 1985, Suchkov maintained his PhD as a PhD student of the I.M. Sechenov 
Moscow Medical Academy and Institute of Medical Enzymology. In 2001, Suchkov maintained his Doctor Degree at the National 
Institute of Immunology, Russia.
From 1989 through 1995, Dr Suchkov was being a Head of the Lab of Clinical Immunology, Helmholtz Eye Research Institute in 
Moscow. From 1995 through 2004 - a Chair of the Dept for Clinical Immunology, Moscow Clinical Research Institute (MONIKI). In 
1993-1996, Dr Suchkov was a Secretary-in-Chief of the Editorial Board, Biomedical Science, an international journal published 
jointly by the USSR Academy of Sciences and the Royal Society of Chemistry, UK.
At present, Dr Sergey Suchkov, MD, PhD, is:
• Professor, Director, Center for Personalized Medicine, I.M.Sechenov First Moscow State Medical University and Dept of Clinical 

Immunology, A.I.Evdokimov Moscow State Medical and Dental University;
• Professor, Chair, Dept for Translational Medicine, Moscow Engineering Physical Institute (MEPhI), Russia
• Secretary General, United Cultural Convention (UCC), Cambridge, UK.
• Dr Suchkov is a member of the:
• New York Academy of Sciences, USA
• American Chemical Society (ACS), USA;
• American Heart Association (AHA), USA;
• European Association for Medical Education (AMEE), Dundee, UK;
• EPMA (European Association for Predictive, Preventive and Personalized Medicine), Brussels, EU;
• ARVO (American Association for Research in Vision and Ophthalmology);
• ISER (International Society for Eye Research);
• Personalized Medicine Coalition (PMC), Washington, DC, USA
• All-Union (from 1992 - Russian) Biochemical Society;
• All-Union (from 1992 - Russian) Immunological Society.
Dr Suchkov is a member of the Editorial Boards of “Open Journal of Immunology”, EPMA J., American J. of Cardiovascular 
Research and “Personalized Medicine Universe” 
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Precision diagnostics and medical devices: Innovative imaging 
technologies for lung cancer screening in large populations 

Precision diagnosis is an essential part of precision medicine. Diagnosis of lung cancer frequently occurs in its later 
disease stage. It is important to note that the prognosis for long-term survival with lung cancer is very poor. Early 

detection of lung cancers may lead to an improvement in patients’ health-related quality of life and a reduction in 
mortality associated with lung cancer. Much research has been devoted to develop advanced imaging technologies 
for early diagnosis of lung cancers with the aim of improving patients’ outcomes. The advanced imaging technologies 
being developed offer the great potential for more effective screening of lung cancers in large populations. This talk 
will discuss cancer screening programmes for early diagnosis of lung in large populations.  

Audience Take Away: 

• The audience will gain more understanding of the challenges of population-based lung cancer screening 
intervention programmes. 

• The audience will gain more understanding of methodological challenges in research that investigates lung cancer 
screening in large populations. 

• The audience will gain more knowledge about the benefits and risks of innovative imaging medical device 
technologies for lung cancer screening interventions in large populations. 

Biography
Dr Huiqin Yang is Senior Research Fellow in Health Technology Assessment and Deputy Director of the Peninsula Technology 
Assessment Group (PenTAG) at the University of Exeter, UK. She has over 13 years research experience in Health Services Research 
and she has undertaken a range of Health Technology Assessment (HTA) projects for the National Institute for Health and Clinical 
Excellence (NICE) and the National Institute for Health Research (NIHR) HTA Programme within a wide range of areas. She has PhD 
in Medical Decision Making from the University of York and she is an Associate Editor of BMC Health Services Research.

Huiqin Yang
ICON Clinical Research Ltd, United Kingdom
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Use of indocyanine green fluorescence imaging in the extrahepatic 
biliary tract surgery

Cholelithiasis presents in approximately 20 % of the total population, ranging between 10% and 30 %. It presents 
one of the most common causes for non malignant surgical treatment. The cornerstone therapy is laparoscopic 

cholecystectomy, urgent of elective. Laparoscopic cholecystectomy is nowadays the gold standard surgical 
treatment method, however bile duct injury occurred to as high as 0.4-3% of all laparoscopic cholecystectomies. 
The percentage has decreased significantly to 0.26-0.7% because of increased surgical experience and advances in 
laparoscopic imaging the past decade which have brought to light new achievements and new methods for better 
intraoperative visualization such as HD and 3D imaging system. However, bile duct injury remains a significant issue 
and indocyanine green fluorescence imaging, mainly cholangiography but also angiography, can further enhance 
the safety of laparoscopic cholecystectomy as it allows the earlier recognition of the cystic and common bile duct, 
even in several times before dissecting the Callot triangle. Fluorescence cholangiography could be an ideal method in 
order to improve bile tree anatomy identification and enhance prevention of iatrogenic injuries during laparoscopic 
cholecystectomies and also it could be helpful in young surgeons training because it provides enhanced intraoperative 
safety, but however this method does not replace CVS. Finally, our ongoing current study results comparing intravenous 
to direct administration of ICG in the gallbladder will be presented. 

Audience Take Away:

• ICG fluorescence cholangiography can enhance the safety of laparoscopic cholecystectomy as it allows the earlier 
recognition of the cystic and common bile duct, even in several times before dissecting the Callot triangle.

• The best timing and dosage of ICG administration in order to perform ICG cholangiography and angiography. 

• ICG fluoresce imaging doesn’t replace the critical view of safety.

Biography
Dr. Ioannidis studied medicine in the Aristotle University of Thessaloniki and graduated at 2005. He received his MSC in “Medical 
Research Methodology” in 2008 from Aristotle University of Thessaloniki and in “Surgery of Liver, Biliary Tree and Pancreas” from 
the Democritus University of Thrace in 2016. He received his PhD degree in 2014 from the Aristotle University of Thessaloniki for 
his thesis “The effect of combined administration of omega-3 and omega-6 fatty acids in ulcerative colitis. Experimental study in 
rats.” He is a General Surgeon with special interest in laparoscopic surgery and surgical oncology and also in surgical infections, 
acute care surgery, nutrition and ERAS. He has received fellowships for EAES, ESSO, EPC, ESCP and ACS and has published more 
than 130 articles with more than 3000 citations and an H-index of 28

Orestis Ioannidis
Department of Surgery, Medical School, Aristotle University of 
Thessaloniki, General Hospital “George Papanikolaou”, Thessaloniki, 
Greece

Day 
01



IP
M

C
 2

0
22

 013

Methylating agents as rescue adjunct therapy to 
chemotherapeutic alkylating medications for improved outcomes 
in chronic lymphocytic leukemia: A case study and protocol with 
national implications

Although the non-enzymatic methylation of cytidine (C) by S-adenosylmethionine (SAM) and methylcobalamin  
to 5-methylcytidine and its subsequent spontaneous deamination to thymidine (T) in DNA at physiologic pH 

and temperature has been implicated in some C to T point mutagenic cancers, cancers in general display a global 
hypomethylation of their DNA; SAM, therefore, sold as the over-the-counter (OTC) supplement SAM-e, as well as the 
OTC  methylcobalamin precursor cyanocobalamin may still possibly play a role as potential rescue adjunct therapies 
in certain cancers, particularly those treated with alkylating chemotherapeutic agents used in chronic lymphocytic 
leukemia (CLL), much in the same way that folic acid is used as a rescue adjunct therapy when using antifolate 
chemotherapeutic agents. Clinical trials in support of this proposal were set to begin just prior to the COVID-19 
pandemic but have been indefinitely postponed; however, an ongoing case study employing this methylation protocol 
is currently underway and has, since its inception, also been implemented nationally, with its highly successful results 
presented here along with current updates.  

Biography
Dr. Bruce K. Kowiatek earned his Bachelor’s in English Writing from the University of Pittsburgh in 1998, and his Doctorate 
in Pharmacy and Master’s in Business Administration from Shenandoah University in 2002. In addition to researching and 
investigating the origins of life for over 20 years, he has also published books and papers on a variety of topics, worked as a clinical 
pharmacist, and is currently full-time Allied Health Faculty at Blue Ridge Community and Technical College in Martinsburg, WV.

Bruce K Kowiatek
Blue Ridge Community and Technical College, United States
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Telomere in health and disease

The aging of the population is a major global social problem. The fundamental problem of population aging is the 
substantial increase in the aging population and aging-related diseases, but there is still a lack of scientific and 

reliable disease risk predictors. How to prevent aging-related diseases and achieve healthy aging is the common goal 
of many disciplines such as aging biology, geriatrics, and health management, and is a scientific measure to achieve a 
“healthy China”. Telomere length is closely related to aging-related diseases, whether telomere length can be used as a 
biological indicator of health and disease risk is not scientifically conclusive. We aim to establish a health and disease risk 
evaluation system based on telomere length. Establish a database of telomere length distribution in different age groups 
by an accurate, reliable and high-throughput telomere length detection method. At the same time through the retest of 
telomere length, analyze telomere length as a possibility to evaluate individual health and risk prediction of aging-related 
diseases. We will discuss whether shortening of telomere length is a risk factor for aging-related diseases, the mechanism 
and technology of telomere length regulation, how telomere length can be applied in the field of health management, and 
whether telomere length can provide a scientific basis for the prevention and treatment of aging-related diseases.

Audience Take Away:

•	 The audience can understand what telomeres are and the important role that telomeres play in health and disease.

•	 The audience will understand that traditional Chinese medicine has a certain effect on the maintenance of telomere 
length.

•	 As an indicator of health risk, telomeres can be used in individual health management.

•	 The detection of telomere length may make the diagnosis of some chronic diseases more accurate.

•	 Telomere length can directly reflect the impact of a healthy lifestyle on the body.

Biography
Dr. Xu studied Aging biology at the Hangzhou Normal University, and graduated as MS in 2018. She then studied for a doctorate in health 
management at the School of Public Health of Hangzhou Normal University. During this period, she is committed to applying precision 
medicine to the field of health management.

Lu Xu
School of Public Health, Hangzhou Normal University, Hangzhou, China
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Smartphone mental health interventions for anxiety and depression
Background: Anxiety and depression are common (prevalence of 18% to 21%) in UK young people [1]. Insomnia (difficulty 
sleeping, staying asleep) is associated with the onset of mental health problems [2]. Automated insomnia treatment is 
effective for mental health symptoms. The onset of insomnia symptoms could therefore be used to identify and treat those 
with early onset mental health problems in a public health intervention to improve treatment for young adults.

Method: Patient participation involvement (PPI)- We conducted two focus groups to discuss the acceptability of running 
a mobile app in the background to study sleeping patterns as well as the acceptability of the app design and ease of 
the registration process. The young people told us that having a mobile app to be run in the background without user 
intervention would be good and more acceptable to them than an app that required regular user intervention. Moreover, 
regarding the design and registration process of the app the group found it was easy and user friendly to register in the 
app.

Base on this design we have created a sleep-tracking app (Sleep Tracker) for Android smartphones. The app uses the 
phone on/off time to identify when a young person wakes up/goes to sleep. We conducted two field tests with a total of 13 
participants to test the app. The aim of these tests was to check the accuracy of the algorithms in calculating sleep duration. 
During the study period over 17 nights (10 nights in field test 1 and 7 nights in field test 2) we asked the participants to 
submit sleep diaries. The diary was used to collect data related to their sleep duration, whether they were awake at night 
without using the phone or if they woke up in the morning without checking their phones and later compared with the 
Sleep Tracker app data. 

Result: We recruited 7 participants (4 female and 3 male, age range 19-22) in field test 1, and 6 participants (2 female 
and 4 male, age range 18-25) for field test 2. Two different algorithms were used for the two field tests. The data collected 
from the participants’ sleep diaries was compared with sleep duration calculated by the Sleep Tracker app. In the field 
test 1 there were variation in the absolute mean differences between the app and sleep diary measurements was 3 hours. 
However, the second algorithm used in the field test 2 produced an accuracy absolute mean of 1 hour, which is accurate 
enough to detect patterns of poor sleep and insomnia.

Conclusion: Participants identified problems in the first field test which were rectified in the second field test. As detecting 
change in sleep using this approach is feasible, we will test this Sleep Tracker app further as we develop public health 
interventions.

Biography
Doaa Alamoudi is currently a third-year Ph.D. student in Computer Science (Digital Health) and under the supervision of Prof Nabney 
and Prof Crawley. Doa’a undertakes research in providing early intervention in mental health for young adults.

Doaa Alamoudi*, Ian Nabney and Esther Crawley 
1School of Computer Science, Electrical and Electronic Engineering, and 
Engineering Mathematics, University of Bristol, Bristol, United Kingdom
2School of Computer Science, Electrical and Electronic Engineering, and 
Engineering Mathematics, University of Bristol, Bristol, United Kingdom 
3Bristol Medical School (PHS), University of Bristol, Bristol, United 
Kingdom
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Antibody-proteases as translational tools of the newest generation to be applied 
for biodesign and bioengineering to get precision and personalized healthcare 
services re-armed

Catalytic Abs (catAbs) are multivalent immunoglobulins (Igs) with a capacity to hydrolyze the antigenic (Ag) substrate. 
In this sense, proteolytic Abs (Ab-proteases) represent Abs to provide proteolytic effects.

Abs against myelin basic protein/MBP with proteolytic activity exhibiting sequence-specific cleavage of MBP are of great 
value to monitor demyelination whilst in MS. The activity of Ab-proteases was first registered at the subclinical stages 
1-2 years prior to the clinical illness. And the activity of the Ab-proteases revealed significant correlation with scales of 
demyelination and the disability of the patients as well. So, the activity of Ab-proteases and its dynamics tested would 
confirm a high subclinical and predictive (translational) value of the tools as applicable for personalized monitoring 
protocols.

Similar results have been gained by our team in autoimmune myocarditis and thyroid autoimmunity conditions to get a 
presence of thyroid and cardiac autoAgs-associated proteolytic activity ocurred.

Of tremendous value are Ab-proteases directly affecting remodeling of tissues with multilevel architectonics (for instance, 
myelin, cardiac and thyroid tissues). By changing sequence specificity one may reach reduction of a density of the negative 
proteolytic effects within the myelin sheath and thus minimizing scales of demyelination. Ab-proteases can be programmed 
and re-programmed to suit the needs of the body metabolism or could be designed for the development of new catalysts 
with no natural counterparts. Further studies are needed to secure artificial or edited Ab-proteases as translational tools 
of the newest generation to diagnose, to monitor, to control and to treat and rehabilitate MS patients at clinical stages and 
to prevent the disorder at subclinical stages in persons-at-risks to secure the efficacy of regenerative manipulations.

Biography
Sergey Suchkov graduated from Astrakhan State Medical University and awarded with MD, then in 1985 maintained his PhD at the 
I.M. Sechenov Moscow Medical Academy and in 2001, maintained his Doctorship Degree at the Nat Inst of Immunology, Russia. From 
1987 through 1989, he was a senior Researcher, Koltzov Inst of Developmental Biology. From 1989 through 1995, he was a Head of 
the Lab of Clinical Immunology, Helmholtz Eye Research Institute in Moscow. From 1995 through 2004, a Chair of the Dept for Clinical 
Immunology, Moscow Clinical Research Institute (MONIKI. Dr Suchkov has been trained at: NIH; Wills Eye Hospital, PA, USA; Univ 
of Florida in Gainesville; UCSF, S-F, CA, USA; Johns Hopkins University, Baltimore, MD, USA. He was an Exe Secretary-in-Chief of the 
Editorial Board, Biomedical Science, an international journal published jointly by the USSR Academy of Sciences and the Royal Society of 
Chemistry, UK. At present, Dr Sergey Suchkov is a Chair, Dept for Personalized Medicine, Precision Nutriciology and Biodesign, MGUPP. 
He is a member of the: New York Academy of Sciences, USA; American Chemical Society (ACS), USA; American Heart Association (AHA), 
USA; EPMA (European Association for Predictive, Preventive and Personalized Medicine), Brussels, EU; ARVO (American Association 
for Research in Vision and Ophthalmology); ISER (International Society for Eye Research); PMC (Personalized Medicine Coalition), 
Washington, USA.

Sergey Suchkov1-3*, Noel Rose4, Aleks Gabibov5, 
Harry Schroeder6

1MINO MGUPP, Moscow, Russia
2A.I.Evdokimov Moscow State Medical & Dental University, Moscow, 
Russia
3EPMA (European Association for Prediction, Prevention and 
Personalized Medicine), Brussels, EU
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4Johns Hopkins Center for Autoimmune Disease Research and PAHO/WHO Collaborating Center 
for Autoimmune Disorders, Johns Hopkins Medical Institutions, Baltimore, MD, USA
5Institute for Bioorganic Chemistry, Russian Academy of Sciences, Moscow, Russia
6Division of Immunology & Rheumatology, Director UAB Program in Immunology, UAB, 
Birmingham, ALA, USA
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Best practice to keep a healthy Thyroid

During the last four decades, cancer rates overall went up. Among them, thyroid cancer rate went up even more. 
Because thyroid cancer has a high survival rate, every year, more people are living with this cancer. During the cancer 

remission time, everyday practice, such as the food you eat, water you drink, a small walk, social support, or mental status 
can be key factors in cancer survival. To understand these key factors, this researcher went through thousands of threads 
in Yahoo Thyroid Cancer Long Term Survivor Support Group, and summarized the possible best practices in thyroid cancer 
long term survival. Also, this researcher will tentatively discuss the reasons behind different people’s various reactions 
towards the same treatments. 

Audience Take Away:

•	 The audience will learn how to eat right to slow down or stop cancer growth.

•	 Doctors should know how to advice their patients.

•	 There definitely supposed to be a new thyroid helper medication according to this research.

•	 Current baby formula might need some work too.

Biography
Xu Chen has a Bachelor’s of Art degree in Biology from The College of St. Scholastica. That was her first 4-year degree in her life. After 
that she went to nursing school for couple years. Then she went back to the College of St. Scholastica to get a Master’s of Science degree 
in Exercise Physiology. After her Master’s degree, Xu Chen went on to matriculate University of the Rockies, Quinnipiac University, 
and Harvard University to work on her Doctoral Degree. Currently Xu Chen had more than 10 publications in multiple world renown 
journals. Currently, she is a performing artist in the shelters in Boston. Also, she has a certificate in computer science from Harvard.

Xu Chen
The College of St. Scholastica/Duluth, MN, US

Day 
01



19

IP
M

C
 2

0
22

Genetic and transcriptional alterations during targeted therapy of advanced 
human lung cancer revealed by single-cell RNA omics

Lung cancer, the leading cause of cancer mortality, exhibits heterogeneity that enables adaptability, limits therapeutic 
success, and remains incompletely understood. Single-cell RNA sequencing (scRNA-seq) of metastatic lung cancer 

was performed using 49 clinical biopsies obtained from 30 patients before and during targeted therapy. Over 20,000 
cancer and tumor microenvironment (TME) single-cell profiles exposed a rich and dynamic tumor ecosystem. scRNA-
seq of cancer cells illuminated targetable oncogenes beyond those detected clinically. Cancer cells surviving therapy as 
residual disease (RD) expressed an alveolar-regenerative cell signature suggesting a therapy-induced primitive cell-state 
transition, whereas those present at on-therapy progressive disease (PD) upregulated kynurenine, plasminogen, and gap-
junction pathways. Active T-lymphocytes and decreased macrophages were present at RD and immunosuppressive cell 
states characterized PD. Biological features revealed by scRNA-seq were biomarkers of clinical outcomes in independent 
cohorts. This study highlights how therapy-induced adaptation of the multi-cellular ecosystem of metastatic cancer shapes 
clinical outcomes.

Audience Take Away:

•	 Tumor heterogeneity and drug tolerant persisters.

•	 Lung cancer targeted therapy-induced residual disease and molecular features.

•	 Complexity of tumor microenvironment uncovered by single cell RNAseq.

•	 Combination of cancer treatment targeting residual disease could improve the efficacy.

Biography
Dr. Wei Wu received his medical and research training in cancer biology in China, the United States and Canada, and he is actively working 
in systems and computational cancer biology in gene regulatory networks mediated by protein coding and non-coding transcripts in 
the mammalian genome. His current research is focused on the landscapes of common and rare somatic mutations and chromosomal 
structural variations, which are occurring within and between tumors as well as single cell transcriptomic regulation during cancer 
genome evolution. His goal is to interrogate the cancer genome to find potential “actionable and druggable” small-molecule remedies 
for cancer treatment. Dr. Wu has published 60 research papers and edited 5 biomedical books. 

Wei Wu1*, Ashley Maynard, Caroline E McCoach, 
Julia K Rotow, Lincoln Harris, Franziska Haderk, D 
Lucas Kerr, Elizabeth A Yu, Erin L Schenk, Weilun 
Tan, Alexander Zee, Michelle Tan, Philippe Gui, Tasha 
Lea  Wei Wu, Anatoly Urisman, Kirk Jones, Rene Sit, 
Pallav K Kolli, Eric Seeley, Yaron Gesthalter, Daniel D 
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Le, Kevin A Yamauchi, David M Naeger, Sourav Bandyopadhyay, Khyati 
Shah, Lauren Cech, Nicholas J Thomas, Anshal Gupta, Mayra Gonzalez, 
Hien Do, Lisa Tan, BiancaBacaltos, Rafael Gomez-Sjoberg, Matthew 
Gubens, Thierry Jahan, Johannes R Kratz, David Jablons, Norma 
Neff, Robert C Doebele, Jonathan Weissman, Collin M Blakely, Spyros 
Darmanis, Trever G Bivona
1UCSF, USA
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Circulating coding and long non-coding rnas as potential biomarkers of 
idiopathic pulmonary fibrosis
Background: Idiopathic Pulmonary Fibrosis (IPF) is a chronic degenerative disease with a median survival of 2-5 years 
after diagnosis. Therefore, IPF patient identification represents an important and challenging clinical issue. Current 
research is still searching for novel reliable non-invasive biomarkers. Therefore, we explored the potential use of long 
non-coding RNAs (lncRNAs) and mRNAs as biomarkers for IPF.

Methods: We first performed a whole transcriptome analysis using microarray (n = 14: 7 Control, 7 IPF), followed by 
the validation of selected transcripts through qPCRs in an independent cohort of 95 subjects (n = 95: 45 Control, 50 IPF). 
Diagnostic performance and transcript correlation with functional/clinical data were also analyzed.

Results: 1059 differentially expressed transcripts were identified. We confirmed the downregulation of FOXF1 adjacent 
non-coding developmental regulatory RNA (FENDRR) lncRNA, hsa_circ_0001924 circularRNA, utrophin (UTRN) and 
Y-box binding protein 3 (YBX3) mRNAs. The two analyzed non-coding RNAs correlated with Forced Vital Capacity (FVC)% 
and Diffusing Capacity of the Lung for carbon monoxide (DLCO)% functional data, while coding RNAs correlated with 
smock exposure. All analyzed transcripts showed excellent performance in IPF identification with Area Under the Curve 
values above 0.87; the most outstanding one was YBX3: AUROC 0.944, CI 95% = 0.895-0.992, sensitivity = 90%, specificity 
= 88.9%, p- value = 1.02 × 10-13.

Conclusions: This study has identified specific transcript signatures in IPF suggesting that validated transcripts and 
microarray data could be useful for the potential future identification of RNA molecules as non-invasive biomarkers for 
IPF.

Audience Take Away:

•	 This work shows to the audience a translational approach for biomarker discovery based on transcriptome analysis 
followed by result validation that could be applied for several kinds of diseases.

Biography
Dr. Stefania Di Mauro studied molecular and cellular biology at the University of Catania, Italy and graduated in 2013. She then joined 
the research group of Francesco Purrello at the Department of Clinical and Experimental Medicine. She received her PhD degree in 
translational medicine in 2017 at the same institution. As a postdoctoral fellowship (from 2018 to date) she has been working on 
several projects mainly focused on the identification of non-coding RNAs as circulating noninvasive biomarkers or intracellular novel 
molecular targets of several kinds of diseases.

Stefania Di Mauro1*, Alessandra Scamporrino1, 
Mary Fruciano2, Agnese Filippello1, Evelina 
Fagone2, Elisa Gili2, Francesca Scionti3, Giacomo 
Purrazzo1, Antonino Di Pino1, Roberto Scicali1, 
Maria Teresa Di Martino3, Roberta Malaguarnera4, 
Lorenzo Malatino5, Francesco Purrello1, Carlo 
Vancheri2 and Salvatore Piro1
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1Department of Clinical and Experimental Medicine, Internal Medicine, Garibaldi-Nesima Hospital, 
University of Catania, 95122 Catania, Italy
2Department of Clinical and Experimental Medicine, Respiratory Medicine Unit, A.O.U. “Policlinico- 
Vittorio Emanuele”, University of Catania, 95123 Catania, Italy
3Department of Experimental and Clinical Medicine, Magna Graecia University, 88100 Catanzaro, 
Italy
4School of Human and Social Sciences, “Kore” University of Enna, 94100 Enna, Italy 
5Department of Clinical and Experimental Medicine, Unit of Internal Medicine, Azienda Ospedaliera 
Cannizzaro, University of Catania, 95100 Catania, Italy 
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Impact of interprofessional learning on professional dynamics among 
radiographers and other health professionals in south-eastern Nigeria

Assessment of the impact of interprofessional learning (IPL) on professional dynamics among radiographers and 
other healthcare professionals is very important for quality patient care management. The research design was a 

prospective cross-sectional descriptive study. It was conducted in various healthcare departments at Federal Medical 
Centres and Federal Teaching Hospitals in South-East of Nigeria having a sample size of 386 healthcare professionals. 
Recent standardized questionnaires were adapted to suite the purpose of study. The questionnaire contained 63 items 
with 2 sections: A and B. ‘A’ for socio-demographic data and ‘B’ for professionals’ relationship, knowledge, readiness, 
perception and attitude towards IPL. Data was collected through simple random sampling and analysed descriptively 
using frequency tables, Spearman rank correlation, one-way ANOVA on rank and Tukey-Kramer honestly significant 
difference comparison. 57.3% of the respondents were female. Gender showed significant positive relationship with 
teamwork, conflict resolution and prejudice (rs = 0.122; p = 0.016). Discipline showed significant negative relationship 
with teamwork, conflict resolution, prejudice (rs = -0.133; p = 0.009), and communication (rs = -0.132; p = 0.010). Previous 
IPL experience showed significant positive relationship with radiographers’ ability to accommodate, collaborate, form 
teamwork, resolve conflict and communicate effectively with other health professionals. Level of education had a negative 
significance with knowledge of (rs = -0.192; p = 0.000), readiness for, perception and attitude towards IPL (rs = -0.299; p 
= 0.000). This study showed statistically significant differences among healthcare professionals on their relationships (p 
= 0.000), knowledge of (p = 0.043), readiness for (p = 0.000) and perception and attitude towards IPL (p = 0.001). Gender 
and discipline were of great influence on radiographers’ relationship with other healthcare professionals. This study 
affirm that IPL experience proves to have more positive chances to strengthen team dynamics and prevent the transfer of 
disciplines negative stereotypes into the workforce.

Audience Take Away:

•	 The influence of socio-cultural factors on radiographers’ relationship with other healthcare professionals with 
reference to IPL objectives will enable healthcare institutions to be conscious of its effects on multidisciplinary 
collaborative practice. This might initiate institutions support for IPL programme to encourage teamwork, 
collaboration, communication, and conflict resolution strategies. 

•	 The observed impacts of interprofessional learning on professionals’ dynamics might initiate plans for adaptive 
curriculum review and continuing professional development programme to safeguard patient management and the 
dynamic healthcare environment. 

•	 Provision of information on the level of professional dynamics to the stakeholders will enable them to reinforce 
through health policy development and implementation to provide harmony among healthcare professionals for 
optimal patient management.

Biography
Chukwuemeka Henry Elugwu is an award-winning Medical Radiographer with Best Graduate Student and Everything Radiography 
International Awards. A visionary leader and resource manager in various institutions. He obtained his Bachelor of Science in Medical 
Radiography at Nnamdi Azikiwe University, Nigeria; PGCert Computed Tomography and PGD Magnetic Resonance Imaging at Nigerian 
Institute of Radiographers; PGCert Leadership and Management in Health & Project Management in Global Health at University of 
Washington, U.S.A. MSc (in-progress) in Radiological Health Management and PGD (in-progress) in Medical Ultrasound. He has his 
selling book titled, ‘Expectant mothers’ perception of prenatal sonography’ with several other research articles published.

Chukwuemeka Henry Elugwu
Senior MRI Radiographer, Alliance Medical Limited, United Kingdom
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Revisiting ayurvedic medicinal plants for their antiviral properties

Traditional herbs provide enormous scope to for the identification of viable alternatives against viral diseases. This 
presentation will describe various ayurvedic herbs that have antiviral properties and provide a useful literature review 

on their antiviral properties along with the result of immune response related to these herbs and their phytochemicals.
Ancient traditional practices combined with today’s scientific evidence of such herbs and their phytochemicals against 
potentially lethal viral infections via in-vivo and in-vitro studies could be useful for identifying novel sources of natural 
products for combatting different viral diseases.

Biography
Dr. Sunita Singh is an Assistant professor of Chemistry in the Navyug Kanya Mahavidyalaya, University of Lucknow since 2019. She 
pursued her Ph.D. in the year 2015 on the topic, “Chemistry, antioxidant and antimicrobial activities of essential oils and oleoresins 
of spices” from DDU Gorakhpur University, Gorakhpur. She has awarded with Junior Research and senior research fellowships from 
University Grant Commission. She has published 18 research articles . She has authored and coauthored 8 book chapters.. She has 
edited a book titled, “Volatile oils: Production, Composition and Uses” with Nova publishers.. She has presented her work in various 
global events.

Sunita Singh
Department of Chemistry, Navyug Kanya Mahavidyalaya, University of 
Lucknow, Lucknow

Day 
01



23

IP
M

C
 2

0
22

Transcription factor 4 expression in gallbladder cancer

Dysregulation of β-catenin/TCF4 interaction in Wnt/β-catenin signaling plays a critical role in gastrointestinal cancers. 
Interaction of β-catenin with T-cell factor-4 (TCF4) is a key step in the activation of Wnt genes. The Expression of 

TCF4 was performed by reverse transcription polymerase chain reaction and immunohistochemistry on 33 surgically 
resected specimens of gallbladder carcinoma (GBC) and 12 cases of chronic cholecystitis (CC) as control. Relative mRNA 
expression levels of β-catenin and TCF4 were significantly (P < 0.05) higher in GBC tissues than in CC samples. TCF4 
protein expression was observed in 81.82% (27/33) GBC cases. Specifically, among GBC samples, 21.21% (7/33) was 
graded as strongly positive, 60.61% (20/33) graded as moderately positive, whereas 18.18% (6/33) graded as negative. 
All 12 CC samples graded as negative. Overall, TCF4 expression was statistically significant in GBC tissues over CC samples 
(P < 0.05). Moreover, we observed that TCF4 expression was significantly higher (P < 0.05) in high tumor grades than low 
grade, higher (P < 0.05) in stage 2 and stage 3 than stage 1.

Audience Take Away:

•	 These findings pointed towards the possibility that-

1. TCF4 may exert an oncogenic role in the progression of GBC.

2. TCF4 may serve as a new potential candidate biomarker for tumor progression in GBC.

•	 Downregulation of Wnt/β-catenin signaling could be a potential therapeutic agent against gallbladder cancer which 
might also be helpful in overcoming the prevalence of drug resistance.

Biography
Kaushik Neogi pursuing his Ph.D. in Pharmacology from the Department of Pharmaceutical Engineering & Technology, Indian Institute 
of Technology (Banaras Hindu University), Varanasi-221005, Uttar Pradesh, India. He received his post-graduate (M. Pharm) education 
in Pharmacology from Jamia Hamdard, Hamdard University, New Delhi in 2015 and undergraduate (B.Pharm) education from Delhi 
Institute of Pharmaceutical Sciences and Research (DIPSAR), University of Delhi, New Delhi in 2013. He has published many research 
articles in SCI journals.

Kaushik Neogi*, Prasanta Kumar Nayak 
Department of Pharmaceutical Engineering & Technology, Indian 
Institute of Technology (Banaras Hindu University), Varanasi-221005, 
Uttar Pradesh, India
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Vaccine’s boosting issues to the biochemistry point of view

Next to main prophylaxis measures that must be taken to avoid getting contagion, vaccination can be the second 
option to minimize the infection’s severity within the body and may help to shorten the transmitting durability of 

some types of pathogens. Vaccination in its turn may need to be boosting through extra shots. This is because, due to the 
body’s possible non-desired response against the contents of vaccine, the first injection may not trigger the organism to 
prepare the preferred types of antibodies sufficiently and in time or early exhausts body’s memory to react adequately for 
a given vaccination.  Certainly, to some extent, repeating a shot may help strengthen the immune system. However, due to 
immunosuppression or an aged condition, the body incapable to produce not only the necessary amount of antibodies, 
but also even the immune cells themselves may not be satisfactorily produced. Regarding these problems, in our 6th 
study (“Three puzzling Questions on COVID-19: are recent…”), we revealed novel factors, among which – the lack of initial 
metabolites from which the desired antibodies (immunoglobulin) are going to be produced and the adoption phenomenon 
(being passive to response). Therefore, during the presentation, using the basic rationale - “principle of baking a cake”, we 
will elaborate these two issues that have never been given enough attention (if any) during projecting a vaccine.  The “cake 
baking principle” will give an easy imagination for any audience about vaccination and antibody formations. Moreover, for 
specialists, the presentation will give clues on: how to take into account the factors of adoption phenomenon, if necessary 
to administer additional shots and initial metabolites that should be recommended as a supplementary to the vaccination 

Biography
Dessalegn Temesgen Leye is a pedagogic-biochemist (PhD) and an assistant professor.  Recently, he is highly concerning on COVID-19 
issues. He has seven published manuscripts regarding to COVID pandemic. He believes that instead of intramuscular injecting mode 
of experimental vaccines, more effective-feasible option in battling not only with this pandemic, but also others respiratory based 
pathogens  is - a short time campaign “Stay at safe place, but if forced to go out never wear off face mask until return back”.

Dessalegn Temesgen Leye
Department of Food Science and Applied Nutrition, Addis Ababa Science 
& Technology University, Addis Ababa, Ethiopia
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When something comes on time, it is education; if too late, it is 
therapy. Health or disease – it is our choice!

This paper is based on the author’s personal history. It references various studies supporting her arguments 
on the depth and scale of individual and social problems and diseases of civilization in the modern world. Her 

descriptions and explanations have become a basis of not only analysis but also synthesis, and the creation of original 
programs of lifelong education aimed at preventing tendencies toward unconsciously harming the people that one 
is closest to and ultimately taking precausion against destruction of mankind, the environment and the world. This 
education, based on values, aims to reveal the essence of things – from Latin „educere” – and so to extract the hidden 
depth in each person, for positive effects in the human sphere – humanum. 

Biography
Dr. Ewa D. Bialek studied Pharmacy at the Academy of Medicine, Warsaw, Poland and graduated as MS in 1969. She then joined the 
Department of Clinical Chemistry, to prepare a new specialization course for pharmacists. She received her PhD degree in 1981 
on immunology and the position of an Assistant Professor, from where she moved to the Center for Postgraduate Medical School 
to train physicians and pharmacists in clinical diagnostics. Soon she was directed to workshops for managers, which resulted in 
completion of courses in psychosynthesis and postgraduate studies in psychology (Summit University, USA). For 25 years she has 
been working in supporting health and life of individuals and groups. She has authored of 70 scientific articles and over 50 books.

Ewa Danuta Bialek
Institute of Psychosynthesis, Warsaw, Poland
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Exposome for precision medicine

The weather has been thought to influence health for millennia: Hippocrates in his work “On airs, waters and 
places”, explicitly described potential pathologies related to microclimatic and climatic variations. Christopher 

Wild coined the term “exposome” in 2005, stating: “There is a desperate need to develop methods with the same 
precision for an individual’s environmental exposure as we have for an individual’s genome. I would like to suggest that 
there is need for an “exposome “to match the “genome.”  Precision medicine has acknowledged the need of detecting 
and integrating individual-level environmental, clinical, and genetic data to achieve a better understanding of 
multifactorial diseases and for developing new preventive, diagnostic, and therapeutic solutions adapted to groups 
of individuals with similar risk factors. To this end, the holistic view of human health integrates the contribution 
of lifestyle, behavior, socioeconomic status, and the impact of physical, chemical, microbial, viral, etc,. exposures to 
human health. Exposomics, thus, have become the environmental health -omics, and includes not only the extrinsic 
contributory factors, but also the intrinsic mechanisms involved in the body’s responses to these factors. We, hereby, 
add to the above factors the biological clocks and the chronomes involving cosmic influences, as well as the infodemics 
(by highlighting the way information perceptions influence emotions, cognition, behavior, and health). The man-made 
electromagnetic exposure involvement will also be presented and we will analyze their influence on body homeostasis.  
The open gaps in current methodology, ongoing research targets and knowledge will be identified. This perspective 
is novel and integrates multilevel scientific specialties for advancing the art of prognosis, diagnosis, treatment and 
public health understanding and measures. Finally, the understanding and management of chronic diseases might 
profit from the knowledge to be discovered by such a broad multifactorial approach.

Audience Take Away:

• We will analyze the exposures and the mechanisms involved in the body’s response to them.

• We will analyze the exposures impact on individuals or specific patient groups. This is a collaboration proposal.

• This could provide a practical solution to a problem that could simplify or make a designer’s job more efficient, 
as it will reveal new criteria.

• It will improve the accuracy of a design.

Biography
Dr. Styliani Geronikolou is a licensed Public and Environmental Hygiene expert. Her MSc and PhD were on Biomedicine and 
Electromagnetic heath at the Athens University Medical School. She is a research associate in the Academy of Athens since 1995, 
in the Athens University since 2009 and since 2020 serving as Researcher C in the University Research Institute of maternal and 
child health and precision medicine. She has more than 30 publications in SCI(E) journals, 190 presentations in National and 
International Fora, 12 books, 14 book chapters. She is editor in FBS and member in 22 International Scientific Societies.

Styliani Geronikolou1* and George Chrousos2

1Biomedical Research Foundation of the Academy of Athens, Athens, 
Greece
2University Research Institute of Maternal and Child health & Precision 
Medicine, National and Kapodistrian University of Athens, Center for 
Adolescent Medicine and UNESCO chair in Adolescent health care Aghia 
Sophia Children Hospital, Athens, Greece
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Efficacy of Ivermectin use in the treatment of COVID-19: A case 
report

Since the emergence of the Corona virus in China at the end of 2019, it has swept the world until it posed an 
unprecedented health challenge. Millions of people around the world have become infected and many have lost 

their lives. From here, doctors began to consider available drugs that have been shown to be safe in many other 
diseases with the potential to have an antiviral effect. Among these drugs was ivermectin, which is widely used to treat 
many parasitic diseases. The first clinical trial in this regard originated from Zagazig University in Egypt in May 2020. 
Great success has been recorded in preventing infection in family members who are in close contact with patients. 
Subsequently, many studies around the world began to use it in prevention as well as in the treatment of confirmed 
cases. Despite advice from the World Health Organization that it should only be used in clinical trials, the results of 
most of these studies have been very encouraging. In this article, we report a case of COVID-19 virus infection treated 
with ivermectin along with some other drugs to treat symptoms and avoid potential complications of viral infection.

 Audience Take Away:

• We hope this case report will assist in making appropriate evidence-based decision to help clinicians manage 
COVID-19 cases, avoid potential complications and save lives. It is urgently recommended that further large-scale 
studies be conducted to confirm the efficacy of ivermectin against COVID-19 and to reach consensus on dosages 
and protocol for treatment.

• It may help in planning medical protocol for treating COVID-19.

• It may highlight medical treatment of COVID-19 cases.

Biography
Dr. Hegazy is currently working as Professor in Faculty of Medicine, Zagazig University & College of Biotechnology, Misr University 
for Science & Technology, Egypt. He is also a Consultant of Obstetrics, Gynecology and Infertility. He is the Former Chairman of 
Anatomy and Embryology Department, Faculty of Medicine, Zagazig University & Former Professor in King Saud and Majmaah 
Universities (KSA) and Misurata, Faculty of Medicine (Libya). Dr. Hegazy is also a referee of scientific research submitted for 
promotion of professors in Egyptian Universities. He is a Global Goodwill Ambassador & Editor-in-chief of several international 
medical journals.

Abdelmonem Awad Hegazy1,2*, Waheed M 
Shouman3, Mustafa Abdelmonem Hegazy4, Raafat 
Awad Hegazy5

1Medical Biotechnology Department, College of Biotechnology, Misr 
University for Science and Technology, Six of October City 12566, Egypt
2Anatomy and Embryology Department, Faculty of Medicine, Zagazig 
University, Zagazig City 44519, Egypt
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4Cardiology Department, Faculty of Medicine, Zagazig University, Zagazig City 44519, Egypt 
5Pathology Department, Faculty of Medicine, Zagazig University, Zagazig City 44519, Egyp
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Body mass index and diabetic nephropathy: A mendelian randomization study
Background and objectives: The association between obesity and diabetic nephropathy (DN) has been studied but the 
results of these epidemiological studies are not entirely consistent. The causal effect of body mass index (BMI) on DN and 
kidney traits was evaluated by the individual’s inborn genetic markers.

Design, setting, participants, and measurements: This was a two-sample Mendelian randomization (MR) analysis. A 
total of 59 independent genetic variants were selected as instrumental variables for BMI in 158,284 participants from 
Biobank Japan, and their effects on DN risk, eGFR and proteinuria were estimated in 3972 Chinese individuals with type 
2 diabetes. Then, subgroup analysis was performed with different BMI levels or sex.

Results: We found that a one standard deviation increase in BMI was causally associated with a 3-fold increase in the risk 
of DN (odds ratio [OR], 4.05; 95% confidence interval [95% CI], 2.10 to 7.82; P<0.001), and a 35% decrease of eGFR level 
(OR, 0.65; 95% CI, 0.54 to 0.78; P<0.001). However, BMI was not associated with the level of proteinuria (OR, 1.26; 95% 
CI, 0.89 to 1.79; P=0.19). In addition, subgroup analysis showed a positive association between BMI and the risk of DN in 
individuals with different BMI levels (BMI≥25 vs BMI<25 kg/m2) or sex. Analyses stratified by sex indicated the casual 
effect of BMI on DN was stronger in women (OR, 9.82; 95% CI, 1.83 to 52.67; P=0.008) than in men (OR, 3.39; 95% CI, 1.23 
to 9.34; P=0.02).

Conclusions: Genetic evidence showed that higher BMI levels was causally associated with increased risk of DN and 
decreased eGFR level, but not with proteinuria. The DN risk for women was more susceptible to BMI levels than men.

Audience Take Away:

•	 These results provide a theoretical basis for the potential therapeutic benefits of reducing BMI to prevent the 
occurrence and progression of DN.

•	 Mendelian randomization studies are also called natural randomized clinical trials (RCTs), but they are easier to 
operate than RCTs. So this research could use to expand the audience’s research.

•	 Mendelian randomization can make up for the limitations of conventional epidemiological studies which is less likely 
to be affected by confounding factors. So it can provide new information to assist in a design problem.

Biography
Dr. Lu studied Nephrology at the National Clinical Research Center of Kidney Diseases, Jinling Hospital, School of Medicine, Southeast 
University

Jingru Lu, PhD1,2*, Xiaoshuang Liu, MSc3*, Song Jiang, 
PhD2, Shuyan Kan, PhD2, Chunxia Zheng, PhD2, Xiang 
Li, PhD3, Zhihong Liu, MD1,2 Guotong Xie, PhD3,4,5

1National Clinical Research Center of Kidney Diseases, Jinling Hospital, 
School of Medicine, Southeast University, Nanjing, China 
2National Clinical Research Center of Kidney Diseases, Jinling Hospital, 
Nanjing University School of Medicine, Nanjing, China
3Ping An Healthcare Technology, Beijing, China
4Ping An Health Cloud Company Limited, Beijing, China
5Ping An International Smart City Technology Co., Ltd, Beijing, China
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Protein-based amide proton transfer MRI: Neurological applications and 
standardization

Amide proton transfer (APT) imaging is a novel molecular MRI technique that generates image contrast based on 
endogenous cellular proteins in tissue. APT imaging is a specific type of chemical exchange saturation transfer 

imaging. Theoretically, the APT-MRI signal depends primarily on the mobile amide proton concentration and amide 
proton exchange rates (which are related to tissue pH). The APT technique has been successfully used for non-invasive 
pH imaging in stroke (where pH drops) and protein content imaging in tumor (where many proteins are overexpressed). 
In this talk, I will first talk about the basic principle of APT imaging at the protein level and review its current successful 
applications for the imaging of brain tumors, including the detection and grading of tumors, the assessment of treatment 
effect versus tumor recurrence, and the identification of genetic markers. Other clinical application examples, including 
imaging of stroke, Alzheimer’s disease, Parkinson’s disease, and traumatic brain injury, will be briefly reviewed. Finally, 
I will introduce the challenging issues and the recent consensus recommendations for APTw imaging of brain tumors on 
3T MRI systems.

Audience Take Away:

•	 Learn the novel protein-based APT imaging technique.

•	 Researchers could expand their research and explore new applications on all fronts.

•	 Radiologists could enhance their daily clinical practice.

Biography
Dr. Jinyuan Zhou is an MRI physicist. His research focuses on developing new in vivo MRI methodologies to study brain function and 
diseases. He earned his Ph.D. in physics from Wuhan Institute of Physics, Chinese Academy of Sciences. He performed a post-doctoral 
fellowship on in vivo MRI at the Johns Hopkins University, and  joined the Johns Hopkins faculty in 1999. He is currently a Professor in 
the Department of Radiology and Radiological Science. He has published  more than 150 peer-reviewed papers.

Jinyuan Zhou
Ph.D.Department of Radiology, Johns Hopkins University, Baltimore, MD 
21287, USA
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A machine learning approach based on electronic health records to develop a 
risk model for new onset of atrial fibrillation

trial fibrillation (AF) is a type of cardiac arrhythmia associated with major adverse events, like hospitalizations and 
death. Tools and techniques for the prediction of AF are required to identify high-risk individuals. Currently, the most 

used tool to this aim is the CHARGE-AF risk model [Alonso 2013], a standard survival model based on a small number of 
variable readily available in primary care setting.

The present work has two main objectives: 1) the development of a predictive risk score based on machine learning 
(ML) algorithms applicable in the clinical context; 2) performing an extensive comparison between standard and ML 
methods, in particular benefits coming from the non-linear contribution of a large number of input variables and possible 
drawbacks.

In this study we analysed data of 16887 patients examined at the Cardiovascular Observatory of Trieste (Italy) between 
2009 and 2014 with no previous history of AF. Information consists of Electronic Health Records (EHRs) that includes a 
wide variety of variables: demographics, clinical parameters measured during the cardiological visit, ECG parameters, 
prescriptions, previous diagnosis, comorbidities. We investigated two approaches for the prediction of AF onset within 
5 years from the visit date: the application of CHARGE-AF and development of prediction models based on 96 features 
extracted from EHRs. We implemented two algorithms: the penalised logistic regression (LR) and the gradient boosting 
(XGB), an ensemble method based on tree weak learners.

Using CHARGE-AF we obtain an area under the ROC curve (AUC) of 0.70 ([0.70, 0.71] 95% CI), whereas for LR model and 
XGB model we obtain AUC=0.80 ([0.784 , 0.823] 95% CI) and AUC=0.84 ([0.82, 0.86] 95% CI)

respectively. However, we observe that XGB model is poorly calibrated (calibration slope=0.54, intercept=- 0.38). As for 
variable importance, in both LR and XGB we identify good overlap with factors involved in the CHARGE-AF score, but 
hemoglobin emerges as a relevant variable only in XGB model.

Further analyses are required to understand the benefits in using ML algorithms in this context. Next developments of the 
work are: implementation of more advanced tuning techniques for model’s hyper- parameters (instead of grid search); 
recalibration techniques, in particular isotonic regression fitting and assessment of recalibrates predictions using Brier 
score and reliability plots; investigation of the role of new emerging high-impact variables.

Audience Take Away: 

•	 From this presentation, audience will learn the main advantages in using integrated Electronic Health Records for 
patient risk stratification compared to standard risk scores.

•	 The presentation will provide insights on most suitable machine learning approaches for EHR data.

•	 In-depth analysis on the impact of model’s predictors will clarify the fundamental role of interpretability techniques, 
which is an essential requirement when using black-box models in clinical research.

Biography
Dr. Ilaria Gandin is a mathematician. In 2016 she received a PhD in Molecular Genetics focused on the implementation of generalized 
mixed-models for massive genetic datasets. In 2017 she became researcher at Area Science Park (Italy), a technology-transfer research 
institute and expanded her research interest towards machine learning techniques. Since 2020, she has been researcher in Medical 
Statistics at the University of Trieste (Italy) working on machine learning models for longitudinal health data, in particular patient 
trajectories extracted form Electronic Health Records and electrocardiogram signals.

Ilaria Gandin1*, Arjuna Scagnetto2, Andrea Di 
Lenarda2, Giulia Barbati1

1Department of Medical Sciences, Biostatistics Unit, University of Trieste, 
Trieste, Italy
2Cardiovascular Center, University Hospital and Health Services, Trieste, Italy
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CYP2D6 gene polymorphisms and renal disease

The CYP2D6 gene (22q13.2) encodes the CYP2D6 protein that localises to the endoplasmic reticulum, and is highly 
expressed in liver, brain, intestinal tissue and lymphoid cells; it comprises only 2–4% part of total hepatic CYP content 

but is a main drug-metabolising enzyme responsible for metabolism of ~ 20% of commonly used drugs comprising 
varied substrates including analgesics, antidepressants, antihypertensives and the anti-cancer agent, tamoxifen. CYP2D6 
is highly polymorphic and its genetic complexity contributes to its functional variation with rate of CYP2D6-mediated 
microsomal metabolism varying least by 60-fold between individuals. Chronic kidney disease can also affect non-renal 
clearance mechanisms such as hepatic and intestinal cytochrome P450 (CYP) enzymes and drug transport protein while 
the reduced activity of CYP isoforms can affect the metabolism of many medications preventing optimal patient outcomes 
and may be genotoxic as well. There may be drug toxicity from medications that are not adequately removed by dialysis 
compounding problems and mortality related to polypharmacy. Also depending on the genotype of CYP2D6 given its 
highly polymorphic nature, the inter-individual variation in CYP2D6 activity can have significant clinical consequences, 
being absent or be increased up to 18–20times. This can have implications for pro-drug activation/inactivation, and 
of the effects of biotransformation on the prescription of drug-types and dose-levels, hence there is a need to discern 
the drug-detoxifying and metabolic genotypes/phenotypes. CYP2D6 gene polymorphisms can result in four classes of 
metabolic phenotypes viz. ultrarapid (UM), extensive (EM), intermediate (IM) and poor (PM) metabolizers, based upon 
allelic combinations.

Therefore, it was thought prudent to genotype some single nucleotide polymorphisms (SNPs) of CYP2D6 *2,*4,*10 in 
kidney patients and healthy controls. Among the three CYP2D6*2,*4,*10 alleles genotyped in patients and controls and 
considered singly, *2 allele has enzymatic activity like that of wild type and the metabolizer status is EM, *4 allele causes 
a splicing defect and so enzyme is inactive and metabolizer status is PM, *10 allele causes an amino acid substitution 
with the result that the enzyme is unstable and metabolizer status is IM. On the basis of CYP2D6*2 genotypes, all patients 
and controls were phenotypically extensive metabolizers (gEM). Based upon CYP2D6*4 genotypes, 53.50% patients and 
62.86% controls were extensive metabolizers (gEM) and 7.00% patients vs. 2.86% controls were poor metabolizers (gPM). 
For the CYP2D6*10 allele, all the patients and controls were extensive metabolizers (gEM) with lack of the intermediate 
metabolizing phenotype in the absence of the variant genotype. 

Biography
Dr. Gurleen Kaur Tung graduated from Guru Nanak Dev University, Amritsar and then joined research lab of Dr. Gursatej Gandhi in the 
same institute. She received her Ph.D. degree in 2016 and then was appointed as an Assistant Professor at Khalsa College, Amritsar. In 
2020, she got selected for Post doctoral fellowship in the Centre for Basic and Translational Research in Health Sciences under RUSA 
2.0 supervised by Dr. Vasudha Sambyal and Dr. Subheet Kumar Jain. She has 10 research papers in reputed journals, 03 book chapters 
to her credit and has presented her work at various National and International conferences.    

Gurleen Kaur Tung1* and Gursatej Gandhi2

1Centre for Basic and Translational Research in Health Sciences, Guru Nanak 
Dev University, Amritsar, Punjab, India
2Department of Human Genetics, Guru Nanak Dev University, Amritsar, 
Punjab, India
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Molecular docking of vitamin C and vitamin D with druggable targets on SARS-
CoV-2 
Objective: To perform molecular docking to determine the binding interactions of vitamin C and vitamin D with druggable 
targets on SARS-CoV-2. 

Methods: We have retrieved two vitamins: vitamin C and vitamin D (as the ligand molecules) from https://pubchem.
ncbi.nlm.nih.gov/, and six druggable target proteins of SARS-CoV-2: PLpro (papain-like protease) and 3CLpro/Mpro 
(chymotrypsin-like protease/main protease), helicase, methyl transferase (MT), spike protein and RdRp (RNA-dependant 
RNA polymerase), from https://www.rcsb.org/, in 3D forms. We have docked the vitamins to the SARS-CoV-2 proteins, to 
analyse the ligand-protein interactions. A binding energy of ≤−6.5 kcal/mol was considered as a cut-off in ascertaining the 
acceptable binding affinity of vitamins to SARS-CoV-2 proteins.  

Results: The docking analysis revealed the binding energy for vitamin D, with S protein (−8.7 kcal/mol), 3CLpro (−8.9 
kcal/mol), PLpro (−9.5 kcal/mol), RdRp (−9.5 kcal/mol), MT (−9.2 kcal/mol) and helicase (−9.8 kcal/mol). The binding 
energy for vitamin C to the SARS-CoV-2 proteins ranged from  −5.4 kcal/mol (with PLpro) to −4.9 kcal/mol (with 3CLpro). 
The binding affinity of vitamin D to all the SARS-CoV-2 target proteins was higher compared to that of vitamin C. 

Conclusion: Current in silico study justified the usefulness of Vitamin D as supplement or treatment of COVID-19 caused 
with the infection of SARS-CoV-2. Vitamin C might also be potentially in reducing SARS-CoV-2 infection causing COVID-19 
pandemic.

Biography
Dr. Shyamapada Mandal is Professor and Head of the Department of Zoology, and Dean (Science), University of Gour Banga, India. He is 
interested on infectious diseases, probiotics, and genomics and bioinformatics research. He did pre-PhD, PhD, and post-PhD research 
under the guidance of Professor Nishith Kumar Pal at Calcutta School of Tropical Medicine, India. He has published 118 articles with 
eight book chapters. He is life member of IAMM and IASR, India, and fellow member of SASS, India. Eight national academic and research 
awards have been conferred to him. He has guided 52 post graduate students; supervised three MPhil and three PhD students, and 
supervising 6 PhD and one MPhil students. Professor Mandal is among the world’s top 2% scientists as per the survey of the Stanford 
University, published in PLOS (Public Library of Science) Biology (October, 2020). He is featured in the top 2% world scientists list for 
second consecutive time as published by the Stanford University-Elsevier BV (October, 2021).

Manisha Mandal1, Shyamapada Mandal2*
1Department of Physiology, MGM Medical College, India
2Department of Zoology, University of Gour Banga, India
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Securing clinical and genomic data using steganography

Clinical data is the most valuable and sensitive asset about humans. While there are a variety of effective policies, 
processes, and regulations in place to secure patient information, privacy andsecurity vulnerabilities in electronic 

health record (EHR) systems remain major concerns. In the domain of communication and digital security, cryptography 
and steganography techniques are the most commonly used to secure confidential data from unauthorized access. New 
domains for DNA-based cryptography and steganography are developed to enable data protection using DNA as a cover 
medium by utilizing its bio-molecular computational features and capacity. In this paper, many DNA-based steganography 
related studies have been discussed with the basic DNA-based steganography methodologies according to crucial 
security factors. Furthermore; an approach (Lossless Stego-DNA Compression for Securing Clinical Data), LSDC has been 
proposed that can improve most of the previous security vulnerabilities and achieving a greater level of security. The 
approach consists of three stages: DNA steganography, DNA compression, and image or video hiding. It could hide the 
sensitive clinical data in the DNA sequence without any modification onit. It could achieve a higher level of accuracy and 
performance on both directions (cipher and decipher). The experimental results showed that LSDC could successfully 
achieve an acceptable security and compression ratio (from 53.3 to 62 percent).

Audience Take Away:

•	 Achieve a good level of security with high concealing capacity.

•	 Compress the genomic data to decrease its size before concealing.

•	 Conceal the compressed data object into a cover-medium with minimal distortion.

•	 Adjust the capacity, security and robustness.

Biography
I got my PhD in BioMedical Informatics at Faculty of Computers and Artificial Intelligence – Helwan University. I’m a member of 
H3ABioNet organization which focused in Bioinformatics and Precision Medicine in Africa.

Mohammed A Farahat
Department or Computer Science, Higher Future Institute for Specialized 
Technological Studies, Cairo, Egypt
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Perinatal markers of early age neurodevelopmental disorders

Perinatal hypoxic-ischemic brain injury is a major cause of neonatal death and long-term disability. Approxi¬mately 
15–25% of newborns with hypoxic-ischemic encephalopathy (HIE) die during the postnatal period, and surviving 

infants are at risk for the development of severe and permanent neuropsycho¬logical sequelae. The aim of our study was 
to investigate the levels of neurospecific injury and inflammation markers, and also some endothelial constricting and 
dilating mediators in preterm infants with hypoxic-ischaemic encephalopathy and prospectively evaluate the association 
between levels measured during the perinatal period and the diagnosis of neurodevelopmental disorders at 3 years of age.

This regional observational cohort study was conducted at the Azerbaijan Medical University, Baku, Azerbaijan, from 2011 
to 2015, and comprised very-low-birth-weight infants admitted to the intensive care unit during the perinatal period. Blood 
concentrations of nitric oxide (NO), endothelin-1 (ET-1) and endothelial nitric oxide synthase (eNOS) were measured on 
days 1-3 and 5-7 of the neonatal period. Concentrations of neurospecific enolase (NSE) and antibodies against N-methyl-
D-aspartate glutamate receptors (NR2-Antibodies) were measured in peripheral blood samples for detection of brain 
damage in the early neonatal period of life. The infants were divided in 3 different groups: those diagnosed with moderate-
to-severe neurodevelopmental disorders or cerebral palsy were included in the first group; those with mild neurologic 
changes were in the second group; and children without evidence of neurological impairment were in the third group. The 
fourth group comprised controls. SPSS 22 was used for data analysis. Of the 62 participants, there were 8(12.9%) in the 
first group, 20(32.3%) in second, 14(22.6%) in third and 20(32.3%) in the control group. The results indicated that while 
eNOS expression was reduced, NO concentrations were increased in accordance with the severity of HIE (p<0.05). The 
statistically significant positive correlation between neuron-specific enolase (NSE) and NO/eNOS ratio could suggest that 
decreased synthesis of NO by endothelial sources is related to more severe hypoxic changes and neuronal injury. It was 
found that, in the presence of neonatal high concentrations of NO, early eNOS activity was insufficient in infants diagnosed 
with cerebral palsy later in life compared to neonates who did not show neurodevelopmental delays associated with HIE. 
No differences in concentrations of neuron-specific enolase and NR2-Antibodies were identified among infants with and 
without a subsequent diagnosis of neurodevelopmental disorders (p>0.05). 

The association between depressed endothelial nitric oxide synthase activation and insufficient endothelin-1 synthesis in 
the early days of life of very-low-birth-weight infants might be one of the causes of more serious and irreversible injury 
of brain tissue.

Audience Take Away:

•	 It will be explained the role of endothelial function in the perinatal period and its fundamental role in the autoregulation 
of vascular tone.

•	 The pathophysiology of cerebral autoregulation is a significant part in the formation of hypoxic brain damage and 
might have clinical utility for predicting long-term outcomes in infants after perinatal brain injury.

•	 Future studies should further delineate the molecular pathways responsible to these processes.

Biography
Saadat Huseynova is experienced physician in the area of neonatology and pediatrics. She has got the PhD degree in 2004. After 18 
years of experience as the teacher at the Neonatology and Pediatrics Department of Azerbaijan Medical University, she continues her 
carrier as the deputy director at the Scientific Research Institute of Obstetrics and Gynecology. She has also performed the scientific 
investigation about the role of perinatal factors in the formation of neuro-somatic diseases in early age children.

Huseynova Saadat*, Gurbanova Jamila, Alizade 
Samaya
Scientific Research Institute of Obstetrics and Gynecology, Baku, Azerbaijan
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Methylation based biomarker test in combination with non-invasive cell 
collection device for detection of barrett’s esophagus and esophageal 
adenocarcinoma

Barrett esophagus (BE) is a pre-malignant condition characterized by the conversion of the normal esophageal 
squamous epithelium into metaplastic columnar epithelium. BE is the only known precursor lesion of esophageal 

adenocarcinoma (EAC), a cancer with high mortality rate (80% or more) and rapidly increasing incidence rate in the 
United States and other Western countries. American College of Gastroenterology (ACG) guidelines recommend screening 
endoscopy for patients with chronic gastroesophageal reflux disease (GERD) and additional risk factors, however 
compliance to the program has been poor due to invasive nature of Endoscopy. A non-invasive screening assay to test 
patients with symptoms of GERD for BE can improve compliance to the program and can lead to overall reduction in 
mortality due to EAC. EsoCheck is FDA cleared non-invasive balloon cell collection device (K183262) that is designed 
to sample cells from a targeted region of the esophagus in a five-minute office-based procedure, without the need for 
endoscopy, followed by a methylation biomarker-based testing using EsoGuard assay, a Laboratory Developed Test (LDT). 
EsoGuard assay is College of American Pathology (CAP)/ Clinical Laboratory Improvement Amendments (CLIA) approved 
test that detects methylation changes in two biomarker genes (Vimentin and CCNA1) in distal esophageal cells collected 
using EsoCheck device. EsoCheck device is a vitamin pill-sized capsule containing a small inflatable balloon attached to 
a thin catheter. As the catheter is withdrawn, it swabs the target area for a sample of cells and protects that sample from 
contamination as the device is removed. Post collection, the balloon samples is detached from catheter using scissors and 
samples are transported in a fixative at room temperature. DNA is extracted from samples and tested using EsoGuard 
assay. EsoGuard assay is a semi-quantitative two gene methylation biomarker based next generation sequencing (NGS) 
assay for detection of complete spectrum of conditions from BE to EAC including non-dysplastic and dysplastic BE, and 
Short Segment and Long Segment BE.  Sensitivity of EsoGuard assay for detection of combined BE and EAC is 88.0% 
(n=50) while specificity of the assay is 91.7% (n=36). Analytical accuracy of EsoGuard assay is >90%. Overall, combined 
system of EsoGuard assay with EsoCheck cell collection device provide a highly accurate method for detection of BE 
and EAC and can be used as an aid to stratify GERD patients for confirmatory endoscopy. Recent ACG guideline (March 
2022) have acknowledged non-invasive swallowable device in combination with biomarker testing as an alternative to 
endoscopy for screening of BE in patients with chronic reflux symptoms and other risk factors. 

Audience Take Away:

•	 This will increase awareness in audience about risk of BE and EAC associated with chronic GERD, and they will 
also learn about a novel biomarker based non-invasive alternative method to endoscopy for detection of Barrett’s 
Esophagus and EAC.

•	 This presentation will focus on development of a molecular diagnostics tests and it’s validation. Audience will learn 
about the performance characteristics required for a molecular high complexity diagnostic test to be applied in 
clinical settings and related regulatory requirements. Any researchers who are working on development of molecular 
biomarker-based test for diagnosis of inherited or acquired genetic disease will benefit from this presentation. 

•	 Molecular diagnostic testing for personalized treatment has shown a tremendous potential in recent years. Numerous 
researchers are developing molecular tests that focus on genetic changes that can help diagnose various pathological 
conditions earlier and in more accurate manner. These tests can also help guide personalized treatment decisions. We 
think this presentation will help faculty in their research and teaching by making them aware about latest research in 
this area and its application in real life settings.

Suman Verma
Chief Scientific Officer, Lucid Diagnostics, Lake Forest, CA, USA
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Esophageal Adenocarcinoma. If detected Barrett’s Esophagus can be successfully treated by ablation therapy, however, 
in large percentage of cases BE does not get detected due to unavailability of minimally invasive screening test for BE. 
This is a first of kind combined molecular diagnostic test that comes with a minimally invasive cell collection device 
as an alternative to Endoscopy. I think this talk will be very informative and thought provoking for designers.

•	 This test can help designers look at molecular diagnostic testing from a new perspective. 

Biography
Dr. Suman Verma has earned her Ph.D. in molecular biology and completed postdoctoral fellowship from University of California, Irvine, 
USA, where she performed and published research on breast cancer biology. Currently, Dr. Verma serves as a Chief Scientific Officer of 
Lucid Diagnostics, Inc. a publicly traded cancer prevention medical diagnostics company. Her research is focused on development of 
molecular diagnostic tests for detection of Barrett’s Esophagus and EAC. Prior to joining Lucid Diagnostics, she has served in various 
scientific and senior executive roles where she led the development and implementation of numerous molecular diagnostic tests and 
published several research articles.  
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Psychiatric side effects of chloroquine in case of COVID-19

Chloroquine represents at least a basic prototype antimalarial drug, widely applied in several branches of medicine and 
also recently against a new zoonotic origin coronavirus. At present, there is little awareness of chloroquine’s psychiatric 

side effects, which appear to be overlooked by the Scientific Committee, although they may manifest in a worryingly wide 
range of symptoms. This is likely to interfere with the course of specifically long-term (high-dose) COVID-19 treatment in 
some aggravated forms (25% of coronavirus patients were still carrying the virus 6 days after taking hydroxychloroquine). 
Besides, symptoms of infection, adverse effects from the 600 mg hydroxychloroquine daily plus azithromycin, including 
insomnia, headaches, skin reactions, digestive upset with nausea, vomiting, and diarrhea, blurred vision, and local pain, 
may lead to increased anxiety and mental distress.

Biography
Dr. Nessaibia Issam is a novelist, science writer and biology researcher, NESSAIBIA ISSAM, PhD in biology with a specialization in 
Neuroscience from Badji-Mokthar Annaba University in Algeria.

Nessaibia Issam
Environmental Research Center CRE, Badji-Mokhtar Annaba University, 
Algeria, Algeria
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The benefits of exome sequencing in the diagnosis and management of genetic 
diseases “one center experience”

Inborn errors of metabolism are numerous and have a great variety of presentation; Genetic testing can help reach 
a diagnosis faster and Identifying treatment options. Exome or genome sequencing was useful in such cases. This 

presentation is to provide an idea of our experience using whole exome sequencing in the diagnosis and management of 
20 cases with neuro-metabolic symptoms and special morphological manifestations.

Biography
Dr. Diana Alasmar is a staff academic member who believes that medical education should be a professor’s first priority. She specializes in 
inborn errors of metabolism and has expertise in the rare pediatric endocrine disease. Awarded from the Junior Chamber International 
JCI Syria in 2019 for her effort on medical education and neonatal screening awareness in Syria, Dr. Alasmar has been published in both 
the Annals of Saudi Medicine and the Gene. She holds a medical degree from the Medical University of Damascus Syria, she completed 
a postdoctoral fellowship in the field of Inborn Errors of Metabolism in Lyon France.

Diana Alasmar
Damascus University, Syrian Arab Republic
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